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The prevalence of oral and dental diseases is related to the oral microorganisms of the mouth. The transmission of these microbiomes

from the mother to the infant may contribute to the onset of oral diseases in the child.

Comprehensive research that was conducted in Japan revealed the oral microbiome of the parents could influence that of their children
aged less than 18 months. The researchers collected saliva from forty 18-month-old infants and their parents and compared the variety
and composition of their oral microbiome. This study [1] revealed that the oral microbiota of 18-month-old infants was less diverse than
that of adults. This result pointed to the consistency of other studies related to salivary microbiome in infants from birth to 5 years of
age to adulthood that indicate the infant’s oral microbiome is still immature at 18 months of age. These bacteria, which are very common
between infants and parents, include not only the commensal bacteria but also disease-related bacteria in which oral bacteria can be
passed from parents to infants before 18 months of age. These results also indicate that the mother’s oral microbiome affects the child’s

oral microbiome up to 18 months of age.

Besides, another study [2] reported that the microbial diversity of the tongue in 18-month-old infants was comparable to that in adults.

These results indicate that the maturity of the oral microbiome varies depending on the position in the oral cavity.

Research shows that the oral microbiota differs between active caries and free caries teeth in children and change from a symbiotic

microbiome to a dysbiotic microbiome is associated with the first appearance of caries in childhood [3-5].

Some studies pointed that the most common shared oral commensal bacteria in infants with their parents are Streptococcus, Veillon-

ella, Neisseria, Haemophilus, Fusobacterium nucleatum and Rothia [6,7].

The researchers found this result that the oral microbiome of parents may influence the shift of the oral microbiome of their children
from symbiotic to the dysbiotic microbiome [8]. Interestingly, they pointed that mothers’ oral microbiota could have a greater effect on the
formation of their children’s oral microbiome than fathers which could be the result of intimate contact with the mother during breast-

feeding or kissing [8,9].

These studies indicated that oral microbiomes were significantly similar between infants and their mothers. The shared bacteria be-
tween infants and parents included not only commensal bacteria but also disease-related bacteria. However, further studies are needed to

proceed so that we reach the effects of these factors on the similarity of the oral microbiome between infants and their parents.
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