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The gut-liver axis (GLAx) establish an effective communication between the liver and the intestine [1]. The liver obtains much of its 
blood from the gastrointestinal tract through the portal axis where the portal axis where the portal vein as a fundamental link ensures that 
bacteria reach the liver [2]. This further confirms the crucial role of the gut-liver axis in the pathogenesis of MAFLD.

Specify improvements in GLAx, possibility liver protection against intestinal pathogens, which may be mediated by probiotics. There-
fore, the role of the GLAx as a determinant in the pathophysiology of GLAx in MAFLD is evidence, helping in the search for strategies for 
prevention and treatment [3].

It is important to know some elements of GLAx such as: Intestinal permeability determines what can be transported from gut to liver 
and influences NAFLD progression. It is dependent on the intestinal barrier consisting of mucus layer, intestinal epithelium, mucosal im-
mune system, and the gut vascular barrier (GVB). The central roles of the intestinal barrier are enterocytes and GVB in charge of entry into 
the portal vein and access to the liver [3].

The portal vein a systemic circulation connects the intestine directly with the liver, which in physiological conditions allows the prod-
ucts of the intestinal microbiota to reach the liver. The Bile Acids (BAs) circulation enables bile acids, a molecule synthesized in the liver, 
to reach the intestine during the interdigestive period. On the other hand, the sterilization of bile acids in the intestine is possible through 
salt hydrolase (BSH), which is active on a variety of bacterial genera [3]. The microbiome is understood as the relationship of the intestinal 
microbiota with its genomic element in the environment of the host and probiotics [9].

Inflammation constitutes an important pathophysiological element, which we are going to name Metainflammation. This peculiar 
characteristic in MAFLD as chronic infection. Its genesis lies in the bacterial overgrowth in the intestine (SIBO) that it is consider sterile 
and non-infectious. An essential role in the progression of the disease that reaches a spectrum that goes from simple steatosis to the most 
advance stages [4,5]. Therefore, due to influence of the microbiota on MAFLD, the scientific community has carried out numerous studies 
with the aim That these intervention make it possible to have a better approach in terms of managements and treatments [6,7].

Analyzing the qualitative and quantitative changes in intestinal bacteria is of great relevance; this is what we call dysbiosis. Conse-
quently, alterations in intestinal permeability are evidence, which allows the presence of endotoxins in the portal tract, which activates 
inflammatory cytokines [10].

Now it is important to keep in mind that in personalized medicine the intestinal microbiota plays an essential role [11]. Making a cor-
rect stratification base on the microbiome when selecting different therapeutic methods in patients with MAFLD is of great importance 
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considering that it depends on the microbial characteristics of the metagenome and the metabolic profile of the patients. Currently there 
are not many studies that support this premise [12].

Finally, it would be of great importance to incorporate the measurement of intestinal permeability in vivo into clinical interventions for 
patients with MAFLD, bringing with it the determination of patients with greater benefits from this intervention [8].

Bibliography

1. Han H., et al. “Intestinal dysbiosis in nonalcoholic fatty liver disease (NAFLD): Focusing on the gut-liver axis”. Critical Reviews in Food 
Science and Nutrition (2021): 1-18.

2. Barrow F., et al. “Microbiota driven activation of intrahepatic B cells aggravates non alcoholic steato hepatitis through innate and 
adaptive signaling”. Hepatology 74.2 (2021): 704-722.

3. Song and Zhang. “The Role of Gut-Liver Axis in Gut Microbiome Dysbiosis Associated NAFLD and NAFLD-HCC”. Biomedicines 10.3 
(2022): 524.

4. Bibbo S., et al. “Gut Microbiota as a Driver of Inflammation in Nonalcoholic Fatty Liver Disease”. Mediators of Inflammation (2018): 
9321643.

5. Gupta., et al. “Gut Microbiome in Non-Alcoholic Fatty Liver Disease: From Mechanisms to Therapeutic Role”. Biomedicines 10.3 
(2022): 550.

6. Gupta H., et al. “Role of Gut Microbiota in Hepatocarcinogenesis”. Microorganisms 7.5 (2019): 121.

7. Young Lee N and Tae Suk. “The Role of the Gut Microbiome in Liver Cirrhosis Treatment”. International Journal of Molecular Sciences 
22.1 (2020): 199.

8. Forlano Mullish and BH Roberts LA. “The Intestinal Barrier and Its Dysfunction in Patients with Metabolic Diseases and Non-Alcohol-
ic Fatty Liver Disease”. International Journal of Molecular Sciences 23.2 (2022): 662.

9. Ho He Bunyavanich. “Role of the microbiome in food allergy”. Current Allergy and Asthma Reports 18.4 (2018): 27.

10. Suk KT Koh. “New perspective on fecal microbiota transplantation in liver diseases”. Journal of Gastroenterology and Hepatology 37.1 
(2021): 24033.

11. Sharpton SR., et al. “Current Concepts, Opportunities, and Challenges of Gut Microbiome-Based Personalized Medicine in Nonalco-
holic Fatty Liver Disease”. Cell Metabolism 33.1 (2020): 21-32.

12. Liu de Vries and B Gerritsen J. “Microbiome-based stratification to guide dietary interventions to improve human health”. Nutrition 
Research 82 (2020): 1-10.

Volume 9 Issue 5 May2022
© All rights reserved by Michel Gonzalez Sanchez.

91

Metabolic Associated Fatty Liver Disease and Gut Microbiota a Close Relationship: The Gut Liver Axis

https://pubmed.ncbi.nlm.nih.gov/34404276/
https://pubmed.ncbi.nlm.nih.gov/34404276/
https://pubmed.ncbi.nlm.nih.gov/33609303/
https://pubmed.ncbi.nlm.nih.gov/33609303/
https://pubmed.ncbi.nlm.nih.gov/35327326/
https://pubmed.ncbi.nlm.nih.gov/35327326/
https://pubmed.ncbi.nlm.nih.gov/29563854/
https://pubmed.ncbi.nlm.nih.gov/29563854/
https://pubmed.ncbi.nlm.nih.gov/35327352/
https://pubmed.ncbi.nlm.nih.gov/35327352/
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC6560397/
https://pubmed.ncbi.nlm.nih.gov/33379148/
https://pubmed.ncbi.nlm.nih.gov/33379148/
https://pubmed.ncbi.nlm.nih.gov/35054847/
https://pubmed.ncbi.nlm.nih.gov/35054847/
https://pubmed.ncbi.nlm.nih.gov/29623445/
https://pubmed.ncbi.nlm.nih.gov/34734433/
https://pubmed.ncbi.nlm.nih.gov/34734433/
https://pubmed.ncbi.nlm.nih.gov/33296678/
https://pubmed.ncbi.nlm.nih.gov/33296678/
https://www.sciencedirect.com/science/article/pii/S0271531720305017
https://www.sciencedirect.com/science/article/pii/S0271531720305017

